In this work, we mainly explored the crosstalk between the HIF-1 and p53 pathways in response to hypoxia. We built a network model, characterizing the activation of HIF-1α and p53, selective expression of target genes, and apoptosis induction. This document includes the ordinary differential equations for the model, three tables, and three figures.
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Robustness analysis of the model
We analyze the robustness of HIF-1α and p53 dynamics to parameter variations. Al- Table S3 .
HIF-1α ac and p53 pac exhibit different sensitivity to parameter variations. is more sensitive to the following parameters: the parameters related to HIF-1α regulation
is most sensitive to the basal synthesis rate of p53 (k sp53 ). Overall, our results are fairly robust to changes in most parameters. 
SUPPLEMENTAL
Parameter +10% -10% Parameter +10% -10% L HIF % L p53 % L HIF % L p53 % L HIF % L p53 % L HIF % L p53 % k
